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RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/09/746, 371 TIME: 

Input Sot : A: \Berl02 5-01US.txt 

Output. Set: N:\CRF3\01102001\I74 6 371.raw 



01/1U/2001 
11:48:26 




69 <.22.l> NAME/KEY: VARIANT 
V 0 2 22> LOC AT ION: (-)..( 4 ) 

71 <22\\> OTHER INFORMATION : the residue at position 

72 position A car. be V, E, F or ^fL* A-J 
7 3 <4!)0> SEQUENCE: 6 UJ ^Ck/i ( 

W--> 77 Gly xaa^ Gly Xaa^ Pro ■ 

78 .1 5 
BO <2l(i> SKQ ID NO: 7 

SI -:21.L> LENGTH: 6 

H2 <212> TYPE: PRT>£=; 
H 3 < 2 1 i > ORGAN I SM n the: tic) 

85 -'.4 00> SEQUENCE:?- 

87 Ala Pro Gly Val Gly Val 
HH i. 5 
'JO >:2iD> SL'O ID NO: ii 
\y\ <2l\> LENGTH : S5 
9 2 •■'21 2 > TYPE: PKT 
• 9 3 < 2 1 3> ORGAN I SmC S y n the r. i c 
03 <4 00> SEQUENCE 

*3 7 Gly Val Giy Vai Pro Gly Val Gay Ptie Pro uiv Glu Gly Phe Pro Gl 
r J8 1 5 lo ' 15 

ii»u Val Gly Val Pro Gly Vdl Gly Phi? Pro G.ly Ph« Gly Pht-: Pro Gly V 
;i.iM 20 25 30 

103 Gly val Pro 

104 35 
.11! 6 . z'\M> SEO TD NO: 9 
.10 7 <211> LENGTH: 35 
.108 <212> TYPE: PR' 
.1 0 9 <2 1 3 > ORGAN IS t Synthetic 
111 <4 00> SEQUENCE 

J.13 Gly Val Gly*Val Pro Gly Vai G.ly Phe Pro GJ.y Giu Gly Phe Pro Gly 
114 1 5 10 15 

116 Val Gly Val Pro Gly Val Gly Phe Pro Gly Val Gly Phe Pro Gly Val 

117 1 20 25 30 
110 Gly val Pro 

120 35 
122 -;210> SEQ TD NO: 10' 
12 3 <211> LENGTH: 35 

1 24 <2 l.2> TVPE: PRTV. 

125 <213> ORGANISM Csyntlm tic 
127 <400> SEQUENCE: 

129 GJy Val Gly Val Pro Gly Val Gly Val Pro Gly Glu Gly Val Pro Gly 

130 1 5 10 15 

.132 Val Giy Val Pro Gly Val Gly Phe. Pro Gly Phe Gly Phe Pro G.ly val 
133 20 25 30 

135 Gly Val Pro 

136 " 35 

138 <210> SEQ ID NO: 11 
130 <21l> LENGTH : 35 



can be V, K. K, Y or K; the residue ?it 

07> 




file://C:\CRF3\OutholdWsrl74637 1 .hrm 
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RAW SEQUEIICE LISTING 
I'ATEMT APPLICATION : US/09/7 4 6,371 

fiipun S»?r. : A:\Berl0 2 5-01US.txt 

Out. put. Sr-U: N:\CRF3\O1102001\X746 371.raw 



J) Alt.: 0 j./ t U/^OU L 
TIME: 11: -18: 23 



14 0 <212> TYPE: PKT 
141 <213> organ rst^Syn the tic 

145 :;iv v;il Gly val Pro Gly V-ui Gly p!v* Pro- Giy Glu Ciy Phe Pro Gly 

146 1 5 10 15 

11b Val Cly val Pro Gl.y Val C.ly Val Pro Cly val Ciy val pre Ciy va i 

149 20 25 * 30 

.151 Gly Vdl Pro 

152 35 

154 <2M> SEO TD f 10 : 12 

15 5 <:211> LENGTH: 3 5 

156 <212> TY P b": : PRJ 

157 <213> ORGAN iS^: Synthetic . 
.159 <400> SEQUENCET^Tr- 
lfi.1 Gly Val Giy Val Pro Gly Val GLy Va L Pro Gly Glu Gly Val Pro Gly 
.If. 2 1 r > 10 15 

1^4 Veil Gly val Pro Gly Val Gly val Pro Gly val .Gly val Pro Gly val 

16 5 2i) 2 t j 30 
1 S7 G.ly Val Pro 

17 0 <210> SCO 10 MO: 13 
L71 <21i> LENGTH: f>5 
172 <212> TYPE: PRT, 
17 3 <2i3> ORGAN [Sh£ Synthetic 
175 <400> SEQUENCE 

177 Gly Val Gly .Tie Pre Gly Phe G.ly Glu Pro Gly Glu Gly Phe Pro Gly 

178 15 10 15 

180 Val Gly Val Pro Gly Phe Gly phe Pro G.ly Phe Giy He Pro Gly Val 

131 2U 25 * 30 

183 Giy II e Pro^Gly Phe Gly Glu Pro Gly Gin Gly Phe Pro Gly Val Gly 

.184 35 -40 45 

186 Val Pro Gly Phe Gly Phe Pro Gly Phe Gly Tie Pro Gly Val Gly Val 

187 50 55 60 
189 Pro K 

.190 65 

192 <210> SEQ TD NO: I A 

193 <211> LENGTH: i5 

194 <212> TYPE: PRT 
.1 9 5 . <2 1 3> ORGAN T SH ^Synthetic, 
.107 <400> SEQUENCE: 

199 Gly- Val Gly Val Pro Gly Val Gly Phe Pro Gly Lys Gly Phe Pro G.ly 

200 1 5 10 " 15 

202 Val Gly Val Pro Gly val Gly Phe Pro Gly Phe Gly Phe Pro Gly val 

203 20 25 30 

205 Gly Val Pro 

206 35 

208 <210> SEQ ID NO: 15 

209 <21.1> LENGTH: 3 5 

210 <212> TYPE: PRT 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/74 6,3 71 



DATE: 01/K»/2001 
TIME : 11: -18: 28 



211 

21 :* 

2 IS 

2 3 c; 

21 a 

2.19 

221 

222 
224 
225 
22H 

22 7 
2 2<> 
23.1 
2 32 
2U 
2 3? 
2 3 7 
2.3 R 
340 
241 
24 2 
24 3 
24 5 
247 
24 8 
2 50 
2 5:t 
253 
254 
2 56 
257 
258 
2 5<1 
2fU 
26 3 
2G4 
2G 6 
267 

26 9 
270 
2 72 

27 3 
274, 
275 



230 
282 



rnput. Sftt : A:\Berl025-01US.txt 
Output Set: H:\CRF3\0U02001\I74 6J71.raw 

< 2 1 3 > i j R( ;a m i. SH^S/rit he tic 
•'4UU;- SivjUKNCE: 

Gly V(j I Gl.y Vsl Pro Giy Val Cly Phe Pro ■ y LvjGiy Ph.* Pro Gly 
i ' 5 I'J ir. 

Val cly val Pro Gly Veil Gly Phe Pro Gly Val Cly Plia Pro Cly Val 
20 25 " 30 

Gly V.*jI. Pro 
3 5 

<210> Kl-jg ID NO: 16 
<2il> LENGTH : *35 

<212> TV PL.': PK'l*^ ^ 

2 .1 J > O KG A N f S n ^sy* h t ho t. icO 

•Mv Val Giy val Pro G.ly Val Cly Val pro Gl.y r.vs Gly va.l Pre GJ.y 
1 5 JO 15 

v.i. I <My Val Pro Gl.y Va.l Gly Phe Pro GJ.y Phe Gly Pi !* Pro Gly Val 
20 25 30 

01/ Vaj. Pro 
3 5 

;:210> SEO ID NO: 17 
<211> LfJNGTH : 35 
<21j> TYPE: PRT> 
<2 1 3> ORGAN I SM \^Svntl)fs tic j 
<400> .SEQUENCE: ll 
Cly Val. G!.y Val Pro Gly Val Gly Phe Pro G.ly Lys Gly Phe Pro Gty 
1.5 10 15 

Val. Gl.y va J Pro Gly Val Gly Val Pro G.ly Val Gly Val Pro G.ly Val 
20 25 30 

Gly Val Pro 
3 5' 

«:210> SEQ TD NO: IS 

<2U> LENGTH: 35 ^ 

<212> TYPtl : PP.T^ *\ 
--213* ORGANISM :Qyn the tic/ 

< 4 0 0 > 5 EQU E NC E : 171 

Giy Val Giy Val Pro Cl y Va.l Gly Val Pro G Ly Lys CLy Va.l Pro Gly 
1**5 10 15 

val Gly Val Pro Gly Val Gly Val Pro Gly Val Gly Val Pro Gly Val 
20 25 " 30 

Giy Val Pro 

.35 

<210> SEQ ID NO: 19 
<211> LENGTH: 3 5 
<212> TYPK: PRT 
<2 1 3 > O RG A WI S w :\S y n t he t ic, 
--.4 00> SEQUENCE: 

Gly val GJ.y Val Pro Gly Val Gly Phe Pro Gly Giu Gly Phe Pro Gly 

1 * 5 ■ .10 ' 1.5 

Val Gly Val Pro Gl.y Val G.ly Phe Pro Cly Lys Gl.y Val Pro Gly Val 
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RAW SEQUENCE LISTING 

VAT KMT AP P L L CAT 10 N : US/ 09/746,371 



DATE: Ol/lO/JCOl 
TTME: 11:48:28 



J 8 3 
285 
2«C 
238 

2 90 
291 
293 
205 
296 
208 
2yo 
301 
302 
304 
305 

3 05 
307 
309 

*"» "! {' 
3.11 
312 
313 
316 
318 
311 
321 
322 
.323 
324 
32b 
328 
329 
331 
332 
3 33 
334 
336 
337 
338 
339 
3-12 
> 344" 
34 5 
347 
348 
349 
350 
352 



Input Sex. : 
Output. Set: 

20 



A:\Bferl02 5-OlUS.txt 
N:\CRF3\01102 001\I74 6371.raw 



30 



7 



Gly val Pro 
35 

< 2.10v SKO AD NO:' 20 
<2U> LENGTH: 3 5 
<2i2> TYPE: PHI 

< 2 1 3 > o ki ; a n I S M ^ S y n th e t. i c 
*:4 00> SK0U:-:N':K: 

Gly Vdl Gly Vol Pro Gly Vol Gly Phe Pro Gly Glu Gly I'he Pro Gly 
1 5 10 15 

Val Gly Vai Pro Gly Val Giy Val Pro Gly Lvs Gly Val Pro Gly Val 
20 25 " 30 

Gly Val Pry 

<210> SCO ID NO: 21 
<2\l> TA'NGTH: 5 
<212> TYPE: l'KT^<7< *\ 
<.213> OPGAN LSM :Qjyni;hiiLic J 

2 2 0 > F E ATI } R K : — ■ --^ 

^ 22 1 > i J AM E / K Li V . V A K i A N T 
<222> LOCATION : ( 4 ) . . ( 4 ) 
<223> OTHER INFORMATION: i:hc r i>. s i.d u a _a t o osinion 4 is da amino acid residue modified to ha 

an electro responsive sidefehai 
<4 00> SEQUENCE: 21 
Val Pro Gly Xaa Gly 
1 5 
<210> SF.Q ID NO: 22 
•;211> LENGTH: 5 
<212> TYPE: ^PRT 
<213> ORGANISM ^Synthetic> 

< 4 0 0 > S EO UE NC E ; 
Ile Pro Gly Val Gly 
1 5 
<210> SE(i ID NO: 23 
<211> LENGTH: 1.1 
<212> TYPE: PRT^. 
< 2 1 3 > ORGAN! S t\js y n r. he t i c: 
<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION : ( 0 ) . . ( ft ) 

<223> OTHER INFORMATION : the residue at position 6 is S, T or Y 
<4 00> SEQUENCE: 2 3 

Gly Val Gly Val Pro Xaa Gly Val Gly val Pro 

1 5 10 

<210> SEQ ID NO: 
<211> LENGTH: 5 
<212> TYPE: PRT; 
<213> ORGANISM^ Synthetic 
<220> FEATURE: 





Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in th <220> to 
<223> fields f each sequence which presents at least ne n or Xaa. 
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VERIFICATION SUMMARY 

PAT ENT APPLI C'A"' TON: US/09/746, 371 



DAT I:! 

'tthk 



01/10/12001 
11: -18: 29 



In'puL Set : A:\Bferl025-01US.txt 

Output Set: N:\CRF3\01102001\I746371.raw 



M:2~0 C: Current Application Number differs. Rep Laced Current Application No 
L:9 H:27l C: Cur con L riling Date differs.. Replaced Current Filing Date 
I..: 77 M::m W: (4h) :, n" or "Xaa" used, for SEQ LV,t:b 
l,:Vl8 H:'3-ll w: (46) "n" or "Xaa" used, for Sh'Q .ID*: 21 
L:.'J44 M:341 W: (4u) "i:" or "Xaa" used, for SEO 10 3:2.3 
L:362 K:34I W: (-16) "n" or ".Xaa" used, for Sttj ID*: 24 
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2^- 



0/ 

V Ibtotf 



RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECEL . w-iX)GY 
SYSTEMS 
BRANCH 




Application Serial Number: Q?/ 7¥6 f Z 9/ 

OIPf 



Source: 
Date Processed by STIC 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@usDto.20v or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM. ACCESSIBLE THROUGH THP TT S patfmt A^rn . 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3 .0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http:/Av>v\v.uspto.gov/web/offices/pac/checker 



^Si^awSta ucricc Listing Error Sufimiry;«i#»gip?" 



ERROR DETECTED~SUGGESTED CORRECTION 



SERIAL NUMBER: " 01 



• • - ' — - ^' . crc - 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 
Wrapped Nucleics The numberAexl at the end of each line "wrapped" down to the next line. 

''""'^ : W~r T f \ : Please^adjusFyour right margin to .3, as this will prevent \vrapping". *;* " - " : : " ' ■ 

Wrapped Aminos - T he amino acid numberAexl at the end of each line "wrapped * down to the next fine. : •: 



. 7. " " "This "may occur if your file was retrieved In a word processor after creating ft. : . .5 
. *' i' Piease adjust your right margin to .3, as this will prevent "wrapping". 

Incorrect Line Length . The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Lenym 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5th amino acid is misaligned. This may be caused by the* use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing*Betweert the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII te>J so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the^ 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION.SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



10 



11 



12 



13 



Use of n's* or Xaa's 
(NEW f&ILft)' 



Use of n's and/or JCaa's have been detected in ihe Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



Use of <213>Organism Sequence(s) m 
(NEW RULES) 



are missing this mandatory field or its response. 



Use of <220>Feature 
(NEW RULES) 



1 




Patentln ver. 2.0 "bug" 



Sequence(s) _ 



are missing the <220>Fealurp and asv>ciatpri headiagsr- 



Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown" ^ , - 

Please explain source or genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63* No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
"fireTTeTOIling in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 
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OIPE 



Hi;: : j : -i S : Jl! 



3 
5 

9 
9 
9 
11 

n 

14 
15 
16 
Ifi 

2 0 
.21 
23 
24 
25 
26 
2H 
30 
31 

3 3 
34 
35 
36 
30 

4 0 
41 
■13 
4 4 
4 5 
46 
18 
50 
51 
53 
54 
55 
56 
53 
60 
61 
63 
64 
65 
66 
G3 



RAW SEQUENCE LISTING DA 

P.YfttKT .\l'l-:..;.C;-.'!.'VOi;: US/09/746, 371 V7 

Input-. S.Y : A:\Berl02 5-0lUS.txt 
Ouf.pu?, 3v:U: i;:\CKF3\01i02001\I7 4 637l .raw 

■'. 1 1 0 > A P V L I CAN V : U r ry , Da rj 

-,120> TITLE '*F INVEM'UOH: A«:oii s Lie Absorption PcLy:ners J Pal Thuii" Mtfl.hocU of Use- 

<1 M)> FTXE R-in^FEJCE: li i'S'XA 2 './DU'S 

<140> CURRENT APPLICATION NUMB EH : US/09/74 6 , 37 1 

<141> CURRENT FILING DATE: 2000-12-20 . 

< 1 0 0 > 'HIMl'i E K OF S EO J. D I iOS : 4 7 

Pattmt. Tn version 3.0 . 



Does Not Comply 
Corrected Diskette Needec? 



<170> SOFTWARE: 
<2.Ui> SEQ NO 
<2i.l> LVlNijTH: r > 
<2.12> TiPE: PPT 
>'2I3> ORCAHItf;! 
<4 00> STiiJUIOMCI-: 
Val Pro G.ly Vdl Gl 
1 5 
<2\l)> SFJO VD NO: 2 
<2.L1> LENGTH: 4 
<2 12> TYPE: PRT 
<213> ORGANISM: 
<4 00> SEQUENCE: 
Va L P ro Gly Giy 
1 

<2.10> SEO AD NO 
<21l> LENGTH: 4 
<2.12> TYPE: PPT; 
<2X3> 0KGANX3M 
<MO0> SEQUENCE 
Gly Giy Vai Pro 
1 «. 

<210> SEO TO NO 
<2.ll> LENGTH: 4 
<212> TYPE: PPT, 
<213> ORGANISM 
<4 00> SEQUENCE 
Gly Gly Phe Pro 
1 

<2.10> SEQ TD NO 
<2T1> LENGTH: 'J 
<212> TYPE : PRT 
<213> ORGAN TSM 
<400> SEQUENCE 
Gty Gly Ala Pro 
1 

<210> SEQ TD NO 
<2Vt> LENGTH: 5 
<2:i2> TYPE: PRT 
<213> ORGAN TSM : I 
<220> FEATURE: 




SvntheL.il 





Stitohfft nay*. 




file://C:\CRF3\OiuholdWsrl74637 1 .htm 



1/ 1 0/01 



